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[Thread] Wang et al. (2021):

Another article revealing trips to the Mojiang mine and Laos was kept in the limbo

when the pandemic started.

Note: The article covers HKU10 viruses which are not related with SARS-like

It was "received" by the journal on 30 July 2021, but the sequences were accessioned in Genbank on 17-SEP-2019.

So it seems that this article may have prior rejections or have been withdrawn from other journals.

https://t.co/laNmTabCuk
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One of the samples is 4996 (note that RaTG13 = 4991).

There is a small discrepancy: 4991 was collected on 24-Jul-13 but this one on 21-Jul-13.

4996 is 100% identical to MJ_67C (from HKU team when they went to Mojiang) and clusters with 3723 (Mojiang).

https://t.co/XqMEyEi45T

Btw, 3740 (Mojiang) and 7345 also cluster together, supporting that 7345 is from Tongguan/Mojiang as we already deduced

a year ago.

https://t.co/gpwX4bhVcS

- Timeline of relevant visits to Yunnan for 2012-2015

- Probable samples from the mineshaft for 2014-2015 (detail and summary) pic.twitter.com/wNf3rWDCtQ

https://t.co/XqMEyEi45T
https://t.co/gpwX4bhVcS
https://t.co/wNf3rWDCtQ


— Francisco de Asis (@franciscodeasis) November 28, 2020

The article does not explicitly say they collected samples from Mojiang, although the low-res map confirms it.

It is very surprising to see how they studied recombination events of 3 HKU10 viruses in the Mojiang mine (not mentioning

the location) while showing great disregard for the SARS-like viruses also from there by not studying them at all.

Do you believe it?

https://twitter.com/franciscodeasis/status/1332696229264953347?ref_src=twsrc%5Etfw


And we can now confirm Laos location for Latinne et al. (2020) https://t.co/CQqIY5xZAb

Samples of Laos of Latinne et al. (2020) probably from Luang Namtha (same as what they said in a WIV thesis). Not

far from BANAL location

— Francisco de Asis (@franciscodeasis) September 23, 2021

This author Wang is the 2nd author of Ge et al. (2016), who published 4991. Her thesis is the precursor of this article and

also of Wang et al. (2019).

https://t.co/0C4Lw1VkRN
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Wang (2018)

\u8759\u8760\u65b0\u578b\u03b1\u51a0\u72b6\u75c5\u6bd2\u7684\u53d1\u73b0\u548cSARS\u76f8\u5173\u51a0\u72b6\u75c5\u6bd2\u611f\u67d3\u4eba\u7fa4\u7684\u8840\u6e05\u5b66\u8c03\u67e5

Discovery of novel bat alphacoronaviruses and SARS-related coronavirus serological detection in human.

cc @TheSeeker268 pic.twitter.com/bCWOPyv1J1
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— Francisco de Asis (@franciscodeasis) November 21, 2021

Another interesting thing: Wang appears again as affiliated to WIV. Did she ended her academic stay with Shibo Jiang in

NY? Or maybe it is because this is an "old" article?

LBZ is also a co-author. But only one accession acknowledge him as collector (HN140937 from Hainan)

https://t.co/rJbP78MGvv

Famous 2013FY113500 grant and PREDICT grants again:

https://twitter.com/franciscodeasis/status/1462470004033703949?ref_src=twsrc%5Etfw
https://t.co/rJbP78MGvv


Apparently all accessions are now released because the accessions immediately before and after this range are published

and used by other teams (MN477898 and MN477916).

But who knows, there could be interesting emails like those of Ben Hu regarding the delay of Latinne's seqs.

The records were not released when the article was published. I asked NCBI staff to release them since the article was

finally published.

Are there more articles in the limbo or more sequences accessioned before the pandemic but not released yet?

What happened between 26-Oct-14 and 03-Nov-14? and after going to Laos? back to the mine? (6th trip)

There are some gaps of IDs, e.g. between last ID from Laos (7590) and 1st ID from the mine (7683). 92 samples is more

than the average outcome for a day.

https://t.co/8J00bs8uwj

https://t.co/8J00bs8uwj


the 589 samples of BIGD have some of the typical mistakes an intern would made when doing a manually, repetitive

and boring work. But it is specially strange the mistake for the collection date of 7683, 7694, 7700 & 7703 (Jul-14

instead of somewhere between Oct-14 and May-15)

— Francisco de Asis (@franciscodeasis) July 9, 2020

Sampling locations contradictions with Latinne et al. (2020):

https://t.co/a0H8kublAV

https://twitter.com/franciscodeasis/status/1281274554967613441?ref_src=twsrc%5Etfw
https://t.co/a0H8kublAV


There was also a sub-trip to Laos border within the 5th visit (80km from TG). Those samples are presented as from

Laos in Genbank, and are not present in Bigd.

But Latinnet et al. (2020) was very clear: "solely from China"https://t.co/f45nzLS7DUhttps://t.co/wqyPJgUE4r

pic.twitter.com/ydwZlDTyZS

— Francisco de Asis (@franciscodeasis) November 28, 2020

Wang et al. (2021) acknowledge no Rhinolophus affinis from Laos contradicting PREDICT and EHA data:

https://t.co/bDuSIQh0Qn

https://t.co/f45nzLS7DU
https://t.co/wqyPJgUE4r
https://t.co/ydwZlDTyZS
https://twitter.com/franciscodeasis/status/1332698731507019776?ref_src=twsrc%5Etfw
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Other interesting things:

- 11 Ra samples <500km from the mine, in Laos in 2011

- sometimes they make mistakes mixing decimal and sexagesimal system for GPS coord.

- Some Nanling samples incorrectly geolocated in Kunming (e.g. NL13807) pic.twitter.com/9gavnAm90w

— Francisco de Asis (@franciscodeasis) February 16, 2021

Metadata from the Excel files for Table S1 and S5:

"Authors"="wangning"

"Content created"="05-Jun-15"

(which is just after the 7th trip to Mojiang)

Not easy to extrapolate HKU10 to SARS-like viruses, but see how viruses from Mojiang and Luang Namtha tend to cluster

very close and even sandwiched.

e.g.: YN7345, LA7546 and YN4996

https://t.co/9gavnAm90w
https://twitter.com/franciscodeasis/status/1361490492182167559?ref_src=twsrc%5Etfw


To end, just a reminder of the case of Latinne et al. (2020) https://t.co/F1XNupaGhl

[Thread] FOIA from @USRightToKnow regarding Latinne et al. (2020) and clade 7896

TLDR: No sequence was deleted/modified since Aug-2019, but it seems they wanted to buy time for not publishing

the viruses very early in the pandemic.https://t.co/xEssWNv5TY

https://t.co/F1XNupaGhl
https://twitter.com/USRightToKnow?ref_src=twsrc%5Etfw
https://t.co/xEssWNv5TY


— Francisco de Asis (@franciscodeasis) October 12, 2021

I missed this one:

"cave"

https://twitter.com/franciscodeasis/status/1448044608798302216?ref_src=twsrc%5Etfw
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