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#SARSCOV?2 #origin This thread is about analysis of origin search of SARS-COV-2
in various outbreaks in China. The 'origin search' is more for epi purpose, not quite
similar as the 'origin research’ in viral evolution. Of course, first cases and Huanan
market include here.

1/n

#SARSCOV?2 #origin First, let's have some taste of the mutation analysis of full genome sequencing with some covid-19
patients in Wuhan, by #IVDC
2/n
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#SARSCOV?2 #origin Then, the set up of task force to assess the food safety risk of potential transmission via cold chain.
3/n
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#SARSCOV?2 #origin
Initial results of the first batch of samples from Wuhan on 2nd January 2020. After Visionmedicals & BGI got their
preliminary results ID as SARSr-CoV. 4/n
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CHINESE CENTER FOR DISEASE CONTROL AND PREVENTION

#SARSCOV?2

4 samples received around GMT+8 12:30, pan-beta-COV(RdRp) gPCR performed, Ct value around 34. Common
respiratory pathogens screening via gPCR in parallel, started viral inoculation in three cell lines, Vero E6, Huh-7, human
respiratory epithelial cells.
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